Suppl 1. Gene expression levels of immune checkpoint molecules.
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Supplemental Figure 1. Gene expression levels of immune checkpoint molecules. Box plot of gene
expressions of Programmed Cell Death Protein 1 (PD-1), Programmed Death-Ligand 1 (PD-L1), Cytotoxic
T-Lymphocyte-Associated Protein 4 (CTLA4), Lymphocyte-activation gene 3 (LAG3), Indoleamine 2,3-
dioxygenase 1 (IDO1), Indoleamine 2,3-dioxygenase 2 (IDO2), and T-cell immunoglobulin and ITIM
domain (TIGIT) in TCGA and METABRIC cohorts. IDC: Invasive Ductal Carcinoma, IL: Invasive Lobular
Carcinoma. Horizontal bar in the box represent median.




