Supplementary Figure 3. GO enrichment analysis of genes positively correlated with TK1 in CESC within the molecular function (MF) category. [image: ]


image1.png
chromatin binding <

catalytic activity, acting on DNA-

ATPase activity, coupled -

ATPase activity -

DNA-dependent ATPase activity -

damaged DNA binding

single-stranded DNA binding 1

single-stranded DNA-dependent ATPase activity -

endoribonuclease activity, producing 5'-phosphomonoesters -

RNA-DNA hybrid ribonuclease activity - ®

0.050 0.075 0.100 0.125

GeneRatio

p.adjust

1e-04
204
3e-04

4e-04

Count

@ so
[ &
@ o




